A, Representative bright-field images of organoids cultured with or without GANT61 for different days. Scale bars, 100 µm. B, Average relative size (mean ± SD) of day-14 organoids cultured without (control, 1.000 ± 0.06918, n=81) or with GANT61 treatment at different stages (D0-D4, 0.5887 ± 0.05305, n=71; D0-D10, 0.1717 ± 0.005642, n=81; D4-D14, 0.4105 ± 0.02250, n=87). **** p < 0.0001. Data were collected from two independent preparations. 
Supplementary file 4:
The results of KEGG analysis of genes in each K-means cluster.
Supplementary file 5:
List of genes in each of four clusters, generated by K-means clustering of normalized, log-transformed, trimmed dataset 2. 
Supplementary file 7:
The results of ANOVA-like tests of 14124 genes from trimmed dataset 1&2. The results of the 1523 upregulated genes grouped in Clusters 1 and 2 from both datasets shown in worksheet "Cluster1&2 Diff Exp", and the results of the 348 downregulated genes grouped in Cluster 4 from both datasets shown in worksheet "Cluster4 Diff Exp".
Supplementary file 8:
The results of KEGG analysis of genes filtered after ANOVA-like tests (P ≤0.05) from Cluster1&2 or from Cluster 4.
